Source and Description of Primers. Primers for the
Phospholipid Transfer Protein gene (PLTP) were designed from homologous regions of published human and mouse PLTP sequences (GenBank accession number NM_006227 and NM_011125, respectively). The primers were used to amplify a 1,368-bp fragment of the porcine PLTP gene spanning an intron between exons 4 and 5. Porcine PLTP sequences were sequenced from animals of the Yorkshire and Meishan breeds (GenBank accession number AF295932) and showed 93% (86/94) nucleotide identity to the corresponding human PLTP exon sequence. Additionally, a pig-specific forward primer was designed for use in PCR-RFLP analysis and in the pig/rodent somatic cell hybrids to map the PLTP gene by genetic linkage and physical analysis, respectively (see below).
Primer Sequences. Primers derived from human and murine sequences were as follows: forward PF1: 5′-AC GGATGAAAGTGTCCAATGT-3′; reverse PR1: 5′-GTT GAGGAGGAAGCGCATC-3′. The pig-specific forward primer PF2 was 5′-TGAAGGGTAGGACAAGACAG-3′. An internal primer (PS1) used for sequencing was 5′-ACTGTCTTGTCCTACCCATC-3′. Allele Frequencies. Allele frequencies were determined in 22 grandparental animals from the European PiGMaP families and 6 unrelated animals from Yorkshire and Hampshire breeds. Allele 2 was observed with a frequency of 0.95 in Meishan (n = 9), 0.36 in Large White (n = 11), 0.25 in Wild Boar (n = 2), 0.75 in Yorkshire (n = 4) and 1.00 in Hampshire (n = 2).
Method of
Chromosomal Location. Two-point linkage analysis of the PLTP polymorphism was performed on the genotypes of five informative European PiGMaP families using the CRI-MAP program (Green et al., 1990) . The PLTP gene was closely linked to several markers on SSC17. Recombination frequencies and LOD scores with six microsatellites and a Type I locus on chromosome 17 are presented in Table 1 . The best map order (10,000-fold more likely than next best order) was produced by multipoint linkage analysis with other linked markers (distance in Kosambi centimorgans): S0204-2.5-PLTP-13.7-S0014-11.6-GHRH-12.3-S0332-19.1-SW1031-17.7-SW2431. The PLTP locus was also physically localized by analysis of a somatic cell hybrid panel composed of 27 pig/ rodent hybrids (Yerle et al., 1996) using primers PF2 and PR1 with the same PCR conditions as above. This marker was mapped to porcine chromosome 17 (SSC17) q21-23 with a probability of 0.98 and a correlation coefficient of 1.0, error risk less than 0.5%.
Comments. Phospholipid Transfer Protein is one of
the main modulators of plasma high-density lipoprotein (HDL) size and composition. Recently developed PLTP gene knock-out mice showed complete deficiency of plasma phospholipid transfer activity and markedly reduced HDL levels (Kawano et al., 2000) . The PLTP gene belongs to the lipid transfer/lipopolysccharide binding protein family that includes the cholesteryl ester transfer protein (CETP), the bactericidal permeability/increasing protein (BPI), and the lipopolysaccharidebinding protein (LBP) (Lagrost et al., 1998) . The genes coding for LBP, BPI, and PTLP are located in close proximity on chromosome 20 in humans (Gray et al., 1993) . We mapped PLTP to porcine chromosome 17 q21-23, in the same region as LBP (Shi and Tuggle, 2001) . Structural and functional similarity suggests that the PLTP gene might be involved both in lipoprotein metabolism and in antimicrobial defense (Lagrost et al., 1998) .
